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His braces shown as sticks. The L2 loop region of TaAA9A (residue 1-41) comprises secondary structure elements. In contrast, the equivalent region of PcAA14B forms an extended loop devoid of secondary structure elements. E. View of the extended L3 loop region of PcAA14B (cyan) compared with the short loop of NcAA9C (green), with the cystine (C67-C90) bordering the insertion. 
Supplementary

Supplementary Figure 11. Synergy assays between
PcAA14A and a GH11 xylanase on birchwood cellulose fibers. Control birchwood cellulose fibers are shown in black; C1-oxidized X2, X3 and X4 standards in blue; birchwood cellulose fibers incubated with 0.1 µM GH11 xylanase and 1 mM L-cysteine in red; birchwood cellulose fibers incubated with 0.1 µM GH11 xylanase, 1 µM PcAA14A and 1 mM L-cysteine in green. L-cystein was a preferred electron donor as it reduced peaks generated by ascorbic acid. All assays were carried out in triplicate. 
Supplementary Tables
Supplementary Table 1 . Biochemical features of PcAA14A and PcAA14B LPMOs. Glycosylation sites were predicted using the Hirst group glycosylation prediction server 51 .
Experimental mass and N-terminal sequences were determined using Maldi-MS and Edman degradation, respectively, as described in materials and methods. 
